Key indicators: single-crystal X-ray study; T = 296 K; mean (C-C) = 0.004 Å; R factor = 0.059; wR factor = 0.159; data-to-parameter ratio = 17.8.
In the crystal structure of the title compound, C 14 H 13 NO 2 , the molecules are approximately planar, the r.m.s. deviation for all non-H atoms being 0.0435 Å ; the dihedral angle between the two rings is 3.45 (12) . The planarity is accounted for in terms of the presence of intramolecular N-HÁ Á ÁO and C-HÁ Á ÁO hydrogen bonding, each of which completes an S(6) ring motif. The molecules are stabilized in the form of supramolecular chains extending along the crystallographic c axis due to intermolecular O-HÁ Á ÁO and C-HÁ Á ÁO hydrogen bonding; each type leads to an R 2 1 (6) ring motif.
Related literature
For related benzamide structures, see: Raza et al. (2010a,b,c) . For graph-set notation, see: Bernstein et al. (1995) .
Experimental
Crystal data Table 1 Hydrogen-bond geometry (Å , ). Data collection: APEX2 (Bruker, 2009 ); cell refinement: SAINT (Bruker, 2009 ); data reduction: SAINT; program(s) used to solve structure: SHELXS97 (Sheldrick, 2008) ; program(s) used to refine structure: SHELXL97 (Sheldrick, 2008) ; molecular graphics: ORTEP-3 for Windows (Farrugia, 1997) and PLATON (Spek, 2009) ; software used to prepare material for publication: WinGX (Farrugia, 1999) and PLATON.
2-Hydroxy-N-(4-methylphenyl)benzamide
A. R. Raza, B. Nisar and M. N. Tahir 
Comment
We have reported the crystal structures of (II) i.e. 2-hydroxy-N-(3-nitrophenyl)benzamide (Raza et al., 2010a) , (III) i.e. N-(4-chlorophenyl)-2-hydroxybenzamide (Raza et al., 2010b) and (IV) i.e. N-(3-chlorophenyl)-2 -hydroxybenzamide (Raza et al., 2010c) . In this connection, the title compound (I, Fig. 1 ) has been prepared as a precursor for the synthesis of symmetric as well as asymmetric benzoxazepines.
In (I), the 2-hydroxyphenyl group A (C1-C6/O1) and 4-methylanilinic group B (C8-C14/N1) are planar with r.m.s. deviations of 0.0048 and 0.0086 Å, respectively. The dihedral angle between A/B is 3.45 (12) °. There is intramolecular H-bonding of the type N-H···O and C-H···O types (Table 1, Fig. 1 ), each of which completes a S(6) ring motif (Bernstein et al., 1995) . There is also intermolecular H-bonding of the type C-H···O and O-H···O (Table 1) . These lead to the formation of two R 2 1 (6) ring motifs and to supramolecular chains extending along the crystallographic c-axis (Fig. 2 ).
Experimental
To a well stirred solution of 2-hydroxy benzoic acid (2.76 g, 0.02 mol, 1 equiv.) and SOCl 2 (1.74 mL, 2.84 g, 0.024 mol, 1.2 equiv.) in dry CHCl 3 , 4-metylaniline (2.14 g, 0.02 mol, 1 equiv.) and Et 3 N (4.16 mL, 3 g, 0.03 mol, 1.5 equiv.) were added slowly at room temperature followed by 3 h reflux. After completion of reaction, the reaction mixture was cooled to room temperature, neutralized with aqueous NaHCO 3 (10 %) and extracted with CHCl 3 (3×25 mL). The organic layers were combined, dried over anhydrous Na 2 SO 4 , filtered and concentrated under reduced pressure to afford a brown solid.
The column chromatographic purification with 1%, 2% and 3% CHCl 3 in petrol (300 mL each) over a silica gel packed column (of 25.5 cm length) afforded white needles of (I) in the 96th-280th fractions (50 mL each).
Refinement
Although H atoms appeared in difference Fourier maps they were positioned geometrically with (O-H = 0.82, N-H = 0.86 and C-H = 0.93-0.96 Å) and refined as riding with U iso (H) = xU eq (C), where x = 1.5 for hydroxy-& methyl-H atoms and x = 1.2 for other H atoms. 
Special details
Geometry. Bond distances, angles etc. have been calculated using the rounded fractional coordinates. All su's are estimated from the variances of the (full) variance-covariance matrix. The cell esds are taken into account in the estimation of distances, angles and torsion angles
Refinement. Refinement of F 2 against ALL reflections. The weighted R-factor wR and goodness of fit S are based on F 2 , conventional R-factors R are based on F, with F set to zero for negative F 2 . The threshold expression of F 2 > σ(F 2 ) is used only for calculating Rfactors(gt) etc. and is not relevant to the choice of reflections for refinement. R-factors based on F 2 are statistically about twice as large as those based on F, and R-factors based on ALL data will be even larger.
Fractional atomic coordinates and isotropic or equivalent isotropic displacement parameters (Å 2 )
x y z U iso */U eq O1 0.29367 (9) −0.2157 (4) 0.22720 (13) 0.0599 (7) (4) C2-O1-H1 109.00 C11-C12-C13 121.6 (2) C7-N1-C8 128.90 (19) C8-C13-C12 120.8 (2) C8-N1-H1A 116.00 C2-C3-H3 120.00 C7-N1-H1A 116.00 C4-C3-H3 120.00 C2-C1-C6 117.5 (2) C3-C4-H4 120.00 C2-C1-C7 125.8 (2) C5-C4-H4 120.00 C6-C1-C7 116.7 (2) C4-C5-H5 120.00 O1-C2-C3 120.6 (2) C6-C5-H5 120.00
Hydrogen-bond geometry (Å, °) 
